Integrating the 31-gene expression profile and clinicopathologic data to determine the risk of sentinel
lymph node positivity and recurrence-free survival in cutaneous melanoma
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Background Results

> The 31-gene expression profile (31-GEP) test for cutaneous melanoma assesses the risk of - ) ) . ) ) - < |
sentinel lymph node biopsy (SLNB) positivity and regional recurrence, distant metastasis, and Figure 2. Five-year RFS for patients stratified by i31-GEP risk groups in O n C u S I O n S
SLN negative and positive patient populations.

melanoma-specific survival (MSS) using the primary tumor genetic profile.'-1°

| Sentinel Lymph Node Negative | Sentinel Lymph Node Positive The i31-GEP for SLNB identified 31.2% (135/433) of
W\EH\H:M E———— - R | - = patients with a <5% likelihood of SLN positivity and
these patients had high survival rates, showing that
—— these patients could safely forego SLNB.

> SLNB has a more than 80% negativity rate, and many patients with a negative SLNB experience
disease recurrence or death.'1?

Objective

> The purpose of this study was to demonstrate the combined ability of two independently
validated algorithms that incorporate the 31-GEP with clinicopathologic features to predict
individual SLNB positivity risk and recurrence-free survival (RFS).
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Figure 1. Analysis protocol. All patients received i31-GEP for SLNB. Patients with <5% GROUP >-yearRFS  Recurrences, % GROUP >-yearRFS  Recurrences, %
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Methods

> Using artificial intelligence techniques, an algorithm to determine the individual likelihood of
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